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<160> 7 
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<210> 1 
<211> 596 
<212> DNA 
<213> Bos sp. 

<400> 1 

tctgaagacc tggatgcggg tggtaacgga gcacgtgggt gttctcggag atcgacgatg 60 
tgccacgtgt ggtttcttct gttttcaggc cccagaagcc catcccggga aggaaaatgc 120 
gctgtggacc cctgtatcga ttcctgtggc tttggcccta tctgtcttac gtggaggctg 180 
tgcccatctg caaggtccag gatgacacca aaaccctcat caagacaatt gtcaccagga 24 0 
tcaatgacat ctcacacacg gtagggaggg actgggagac gaggtagaac cgtggccatc 3 00 
ccgtggggga ccccagaggc tggcggagga ggctgtgcag ccttgcacag ggccccagtg 3 60 
gcctggacgc ccccctggca taaagacagc tcctctcctc ctccacttcc cttgcctccc 420 
gccttctcac tctcctccct cccagaccgg aatcctagtg cccaggccca gaaggagtca 4 80 
cagaggtcct ggggtcccct tggcaggtgg ccagaacccc agcagcagtc cctctgggcc 54 0 
tccatctcat ttctagaatg ttttagtcgt taggcattct tcctgcctgg taactg 596 



<210> 2 

<211> 596 

<212> DNA 

<213> Bos sp. 

<400> 2 

tctgaagacc tggatgcggg tggtaacgga 
tgccacgtgt ggtttcttct gttttcaggc 
gctgtggacc cctgtatcga ttcctgtggc 
tgcccatccg caaggtccag gatgacacca 
tcaatgacat ctcacacacg gtagggaggg 
ccgtggggga ccccagaggc tggcggagga 
gcctggacgc ccccctggca taaagacagc 
gccttctcac tctcctccct cccagaccgg 
cagaggtcct ggggtcccct tggcaggtgg 
tccatctcat ttctagaatg ttttagtcgt 



gcacgtgggt gttctcggag atcgacgatg 60 
cccagaagcc catcccggga aggaaaatgc 12 0 
tttggcccta tctgtcttac gtggaggctg 180 
aaaccctcat caagacaatt gtcaccagga 24 0 
actgggagac gaggtagaac cgtggccatc 3 00 
ggctgtgcag ccttgcacag ggccccagtg 360 
tcctctcctc ctccacttcc cttgcctccc 420 
aatcctagtg cccaggccca gaaggagtca 4 80 
ccagaacccc agcagcagtc cctctgggcc 540 
taggcattct tcctgcctgg taactg 596 



<210> 3 
<211> 167 
<212> PRT 
<213> Bos sp. 

<400> 3 

Met Arg Cys Gly Pro Leu Tyr Arg Phe Leu Trp Leu Trp Pro Tyr Leu 
1 5 10 15 

Ser Tyr Val Glu Ala Val Pro He Arg Lys Val Gin Asp Asp Thr Lys 
20 25 ~ 30 

Thr Leu He Lys Thr He Val Thr Arg He Asn Asp He Ser His Thr 
35 40 45 

Gin Ser Val Ser Ser Lys Gin Arg Val Thr Gly Leu Asp Phe lie Pro 
50 55 60 

Gly Leu His Pro Leu Leu Ser Leu Ser Lys Met Asp Gin Thr Leu Ala 
65 70 75 80 

He Tyr Gin Gin He Leu Thr Ser Leu Pro Ser Arg Asn Val Val Gin 
85 90 95 

He Ser Asn Asp Leu Glu Asn Leu Arg Asp Leu Leu His Leu Leu Ala 
100 105 110 

Ala Ser Lys Ser Cys Pro Leu Pro Gin Val Arg Ala Leu Glu Ser Leu 
115 120 125 

Glu Ser Leu Gly Val Val Leu Glu Ala Ser Leu Tyr Ser Thr Glu Val 
130 135 140 



Val Ala Leu Ser Arg Leu Gin Gly Ser Leu Gin Asp Met Leu Arg Gin 
14 5 150 155 * 160 



Leu Asp Leu Ser Pro Gly Cys 
165 



<210> 4 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 4 

agggatgcct ggacacaaga 

<210> 5 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 5 

attgccacca ccagcagcac ca 

<210> 6 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
probe 

<400> 6 

catctgctat gcgaatgctt tg 

<210> 7 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
probe 

<400> 7 

gctaattata ttgtaagaca 



